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vgltigle evolutionary adaptation to open-hot environments in Cuban Anolis
izards
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Anolis species has evolved from being a shade-adapted, forest species to an
open-habitat species independently at least four times in Cuba. In this study, we estimate
positively selected genes during the evolution of a shade-adapted, forest species to an open-habitat

species (A. sagrei and A. allisoni) by using PALM and McDonald-Kreitman test. We detected three
genes tex28 tgfbl leng8 were positively selected both lineage of A. sagrei and A. allisoni. In
addition, we determined the whole genome sequences of A. sagrei and A. allogus (a shade-adapted,
forest species) and compared gene duplication rates between species. The results showed that gene
duplication rates in A. sagrel was higher than that in A. allogus. In addition, several genes
related to thermal adaptation, the number of the copies were higher in A. sagrei than those in A.
allogus. These suggest that increasing number of gene copies are related to adaptation to open and
hot habitat in Anolis lizard.
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