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Understanding of latently infected HIV-1 variants circulating in developing
countries has remained obscure. In this study, in collaboration with Muhimbili University of Health
and Allied Sicences (Tanzania), we established a prospective HIV cohort in Dar es Salaam, Tanzania
and recrutited HIV positive patients at Muhimbili National Hospital and surrounding Care and
Treament Center. We analyzed virological and epidemiological characteristics as well as
drug-resistance patter of latenly infected HIV-1 provirsus circulating in Tanzania. Results obtained

in this study could provide useful information and insights into HIV control in resource-limiting
settings such as Sub-Sahara Africa.
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Figure 1 Currently used ARV drugs in Tanzania (2019)
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Figure 2 Study participants
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Figure 3 HIV 1 subtype distribution
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Figure 5 Patient characteristics

Virally suppressed subjects (n=115)

'Demographic data

Gender -female (%) 96(83.5)
Clinical data
Median Years on treatment (Range) 9 (2-18)

26 missing data

Median recent CD4 count (Range).

Median initial CD4 count (Range)

Current ART regimen(%)
NNRTIbased first line regimen
Plbased second line regimen
missing data

554(119-1303)

missing data 57

145 (00-1606)

41 missing data

94(81.7)
20(17.4)
1(0.9)

1¥line Regimen
(n=137)

2line Regimen
(n=30)

Figure 4 Drug resistance mutations (DRM) in ART naive patients

ART naive patients harboring DRMs (major and accessory mutations)
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Figure 6 Approach
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Figure 7 Proviral DNAload in virally suppressed , ART naive and treated but viremic subjects
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Figure 8 Correlates of proviral DNA load and plasma level of
inflammatory biomarkers in virally suppressed subjects

Yfears Initial Recent Proviral

AGE since Enrollm CD4 D4 DNA EBV CMV IL-6 IL-10 sCD14 HDL CRP
ART entAge count

AGE 0.23* 0.86*** 0.04 -0.05 0.08 0.06 -0.06 -0.02 0.04 -0.08 0.02 0.19*
years since ART  0.23* -0.13 -0.07 0.36* 0.00 0.08 0.02 0.05 -0.06 0.23 -0.12 0.00
Enrollment Age| 0.86*** -0.13 0.13 -0.49** 0.01 -0.11 -0.06 -0.02 -0.14 =0:13 0.13 0.12
Enrollment CD4 count  0.04 -0.07 0.13 0.23 0.06 -0.17 -0.09 -0.23 0.06 -0.05 0.13 -0.21
Recent CD4 -0.05 0.36* -0.49** 0.23 -0.02 -0.16 -0.25 0.06 0.13 0.10 -0.06 -0.05
DNA 0.08 0.00 0.01 0.06 -0.02 0.03 0.07 -0.01 -0.10 0.05 0.09 0.10
EBV 0.06 0.08 -0.11 -0.17 -0.16 0.03 0.14 -0.06 0.02 0.12 -0.14 0.08
CWV  -0.06 0.02 -0.06 -0.09 -0.25 0.07 0.14 0.02 -0.11 0.12 -0.01 0.03
IL-6 -0.02 0.05 -0.02 -0.23 0.06 -0.01 -0.06 0.02 -0.05 0.30* -0.13 0.38**
IL-10 0.04 -0.06 -0.14 0.06 0.13 -0.10 0.02 -0.11 -0.05 -0.37** 0.00 -0.02
sCD14 -0.08 0.23 =0:13 -0.05 0.10 0.05 0.12 0.12 0.30* -0.37* -0.08 0.02
HDL  0.02 -0.12 0.13 0.13 -0.06 0.09 -0.14 -0.01 -0.13 0.00 -0.08 -0.14

CRP  0.19* 0.00 0.12 -0.21 -0.05 0.10 0.08 0.03 0.38** -0.02 0.02 -0.14
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