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In this Eroject, we succeeded in the construction of the basis of developing
new technologies for a sustainable low-carbon society, such as the optimization of culture
conditions for development of useful biocatalysts, i.e., thermophilic carboxydotrophs, and the
establishment of genetically modified strains. As many as 11 new strains of carboxydotrophs were
isolated from environmental samples such as marine sediment cores, and various CO metabolisms were
identified from those by ‘ omics’ analyses. In addition, biocinformatics analyses of all available

prokaryotic genome data including the above new strains revealed hydrogenogenic carboxydotrophs
widely distributed in hydrothermal environments in Japan.
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