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Identification of risk factor of CKD and pathogenic bacteria of infectious
complications in dialysis
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In our country, the chronic kidney disease (CKD) patients increase year by
year, and it is reported that oral health is related to life prognosis and the onset of

complications in CKD patients, and the relationship between oral and kidney is attracting a great
deal of attention.

Therefore, the goal of this study is to identify the bacterial flora in shunt infection and clarify
the relationship between oral flora and shunt infection. From the results of 16S rRNA analysis, the
ratio of staphylococcus in saliva of several patients was abnormally high and oral flora of saliva
was similar to that of infected shunt And we also found that the oral disease-related bacteria
existed in the infected shunt.
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