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Development of comprehensive calculation method of HLA-peptide affinity and
application to elucidation of the pathogenesis of Behcet"s disease
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In this study, we developed a method to predict the binding affinity of
human leukocyte antigen (HLA) and peptide fragments. While the previous methods use experimental
affinity databases of the peptides, our methods can predict the binding affinity only using the
structural information of HLA. Therefore, it is an important feature of our method that prediction
is possible even for HLA alleles with few experimental data. In addition, the relative binding
affinity of “ AAAAAIFVI” , which is considered as a candidate for an antigenic peptide of Behcet's
disease (BD), was high for HLA-B*51 (this HLA is correlated with BD), and was low for HLA-B*52 (this

HLA is not correlated with BD). These results indicate the possibility that AAAAAIFVI is an
antigenic peptide of BD.
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