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Evaluation of the impact on ecosystem by releasing natural enemy

Miura, Kazuki
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i _ Orius strigicollis (0S) is one of the most useful biological control agents.
The 0S is commercially available 1n Japan as a biological control. Commercially 0S is infected with

Cl Wolbachia. CI Wolbachia spread because infected females gain in fitness relative to uninfected
females that can successfully reproduce only with uninfected males. If commercially OS is continued
to be released, the distribution of infected OS is considered to be expanded in the field.
Therefore, molecular biological methods were used to analyze Wolbachia infection and diversity of
mtDNA and nDNA, and estimated the influence of commercially OS on native. In the release area, many

0S was considered to be originated from commercially 0S. The prevalence of Wolbachia infection of
released 0S was higher than that of native 0S. However, commercially OS is considered to have a low

impact on the ecosystem because the diversity of DNA of OS in the released area is the same as in
the non-released.
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#hiFg n  SUMIBEEE ARIBFEEE RIKUBFEESE FRHASRES
& NKAGA 21 0.095 0.095 0.000 0.190
Hir NNLIU 16 0.000 0.000 0.000 0.000
g7 NNISHI 19 0.000 0.053 0.105 0.158
1 NNISHTO 16 0.000 0.125 0.063 0.188
15 NKASA 16 0.000 0.063 0.000 0.063

NFUKU 13 0.000 0.000 0.000 0.000
T RSAIBU 15 0.067 0.067 0.000 0.132
fAlRKARA 22 0.045 0.045 0.000 0.091
#h RAIR 7 0.143 0.000 0.143 0.286
EirTOKU 36 0.028 0.417 0.000 0.444

SUMI 17 [0.824 ———0.176 0.000 1.000

KA AR 0.125 ———0.750 ———0.000 0.875
=il Riku 8 0.000 0.250 ————_0.500] 0.750
SUMI A ARl RIKU
Haplotypes F|ikga e n
1 56.67 51 66.67 44
2 556 5 0.00 0
3 4.44 4 0.00 0
4 3111 28  31.82 21
5 397 ¥ 0.00 0
6 0.00 0 1.52 1

Analysis of MOlecular VAriance(AMOVA)

Arlequin3.5

haplotypes SSR

Fsc 0.298** 0.034**

Fsr 0.265** 0.061**

Fer -0.047 0.028**
Wolbachia

wOril+2s&

AEIEE OPRATFyIEREGHT

BRI VSIS

ER A B vs KBS

RE VS KEEE

0.1246 EE=£=
<0.0001

Foa

EEESR

0.0024 5==48




02 4

015 1
@
. e
& 014
4
k= ¢ * .
E 5. > 3
£ 905 * *
* * ‘e
* * LS * *
* - . L4 S
0 34— ~ + i % T ‘ ‘
0oe %o 40 60 80 100 120 140 160 180 200
-0.0s -
PEEH (km)
(2018) 2018

(2017) Wolbachia
Miura, K. (2017) Wolbachia infection in Orius strigicollis Poppius (Heteroptera,

Anthocoridae) causes cytoplasmic incompatibility: implications for biological control

IEICS, Kyoto
(2016) . 2016



