©
2016 2018

MVOCs

Research on biological deodorization of MVOCs during fertilization process of
sewage sludge

Nishimura, Kazuyuki

3,700,000

MVOCs MVOCs
MVOCs
MVOCs

80% Firmicutes Proteobacteria 53%
MVOCs

MVOCs

MVOCs
MVOCs

This study aimed to understand the behavior of MVOCs in an organic
fertilizer plant and to establish the biological deodorization process. The relationship between
MVOCs concentration and microflora in the process was analyzed. The microorganisms involved in the
removal of MVOCs were isolated within the biological deodorization process. The MVOCs detected
during the fermentation process did not differ significantly depending on the sub materials.
However, when the sub materials differ, the MVOCs concentration has a difference of about 2 times.
Changes in the microbiota in the fermenter were different depending on the fermentation conditions.
In the fertilization process, the requirements for affecting the occurrence of MVOCs and the change
of microflora were the quality and quantity of organic matter and the aeration volume. 32 strains of

aerobic microorganisms were isolated from the biological deodorization tower. More than 80% of the
obtained strains belonged to Firmicutes.
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