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Sporadic MSI-H CRCs were further classifiable into somatic mismatch repair
(MMR) gene mutation (Lynch-like, LL) or MLH1 methylated (MM) types. Methylation of other MMR genes
(MSH2/MSH6/PMS2) was not detected. The mutational and clinicopathological properties of 26 LL CRCs
more closely resembled those of 24 LS-associated tumors than those of 99 MM CRCs. There were
significant differences between LS/LL and MM groups in age, location, number of
insertions/deletions, recurrent mutations of KRAS/APC and BRAF/RNF43.
Fusion kinases were detected in 11/20 (55%) MM MSI-H CRCs lacking KRAS/BRAF oncogenes. A 3T3
transformation assay confirmed the tumorigenicity of identified fusion kinases, ERBB2(L755S), and

ERBB2(L841I).
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