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Investigation of protein structure and signaling molecule in general stress
response in Bacillus subtilis

Kumasaka, Takashi

3,900,000
X RsbQ/P
RsbP
G Ras

Bacillus subtilis is difficult to sterilize due to the formation of spores
that are resistant to heat and dryness, and therefore causes food spoilage and its growth control
has become an issue. In this study, we proceeded to elucidate the signal transduction mechanism of
proteins responsible for general stress response of Bacillus subtilis by crystallographic analysis.
RsbQ / P proteins, involved In the signal transduction of nutrient stress, suggested the
contribution of ligand molecules, then here we elucidated the protein-ligand complex structure. The
RsbP has a complex structure, suggesting activation by signal transduction inside the molecule, then

here we constructed and proposed an entire molecular model by combination of partial crystal
structural analysis and X-ray solution scattering. In addition, structural analysis of the proteins

involved in this system was also carried out, and some crystals were obtained for proteins involved
in the upstream part.
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