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A study of a germline specific plant retrotransposon

Fukai, Eigo

3,800,000

LOREla LOREla
LOREla
small RNA

Epigenetic regulatory systems preventing the activities of transposable
elements (TEs) in flowering plants have been intensively studied. However, it is not well understood
how TEs overcome the silencing and transpose. In this study we tried to tackle the question by
studying a retrotransposon in the model legume Lotus japonicus called LOREla, which 1s active iIn
germline, especially in pollen. The data suggested that LOREla is active in the postmeiotic pollen
grains and that small RNA mediated machinery could be involved in the silencing.



1
(PTGS) 2
(TGS)
LOREIa
LORE1a
LOREIa
GUS
(H2B:GFP) LOREIa  ORF
LOREIa
GFP
3
B-129
LORE1a
DNA
LOREla
LORE1a
LORE1a
GFP
DNA
RNA GFP
T0 GFP
GFP
GFP 2
GFP

GFP:CHD

LOREla

GUS
GUS

LORE1a

small RNA

H2B

GFP

50

T0
GFP

LOREla

3

DNA de novo
TGS

LOREla
LOREla

LOREIa

LOREIa

H2B  GFP
H2B:GFP  LOREla
(ORF) ¢
ORF

LOREla

DNA

RT-PCR

LOREIa

TO

RT-PCR

Tl

GFP

GUS

LTR



GFP

LORE1a
LORE1a
LORE1a
GFP
GFP
LOREl1a
LOREl1a
LORE1a
25
PCR
de novo small RNA
LORE1a
M2
1
LOREl1a
LORE1a
M2 LORE1a
small RNA

RN

ITF

EN. ¥ a7/ EHEEERICE I SL0REIaL Fi— X —DFIR

EdmT, SREREHRERL, TATAOEIES LR
Tltz, LHE——OHRREEFTGFPY '+ (F, BEisRED
AIFER A SERE S s, RBRTERHI BV TIHGFPL 7 F LA
[Embne, - EEERRE - EREREomA TR AT
DEAHHE X i,

GFP

LOREla

LORE1a

LOREla
LOREla

DNA

DNA

LORE1a LORE1a
MO

MO LOREla

*

]

2
L

=
b
i

2
b

=
s
i

2

o
&

=

EEL AL (Hav kA=)

WT MO /- -f+ +/+
ZEFE (M2)

2. smal RNAHIEHFRE T OERNIZH T SLO0REIa S L~ m L]

TEIE It SLOREIaNES L~ %, BER (WT) . I ¥asHilE
F 4 ¥ YEHAOMOEE, small RNAHERBETOERE (M2) of
THEELS:, M3, ZR~FOOMIOBMEERTH Y, ENEED R
¥ ERTE () . ~708 (#-) . BEEFET (+4+) 2058 L
Eb#E LA, #1%AETHEE,




LORE1
134 2018
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