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As it is said that Momo-kuri 3 years and kaki 8 years, it takes about 4 to
10 years of juvenile period to produce flowers after sowing seeds of fruit trees. Therefore, flower
bud differentiation is an important event for fruit tree production. We have discovered ten or more
proteins that bind to the FT protein, based on the analysis of the flowering promoting gene of
apple, FLOWING LOCUS T (FT), and the flowering suppression gene, TFL1. In addition, not only the FT
protein but also the APETALA1 (AP1) protein, which is putatively related to floral organ formation,
binds to other protein and the result suggested its function. Furthermore, we succeeded in
identifying the factor that binds to the citrus FT (CuFT) protein.
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