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The FET protein family includes fused in sarcoma (FUS), Ewing sarcoma

protein (EWS), and TATA binding protein-associated factor 15 (TAF15). Of the FET protein family, FUS
and TAF15 are consistently and EWS variably found in inclusion bodies in neurodegenerative diseases
such as frontotemporal lobar degeneration associated with FUS. It is speculated that dysregulation
of FET proteins at the post-translational level is involved in their cytoplasmic deposition. In this
study, the glycosylation stoichiometry of the FET proteins was chemoenzymatically analyzed, and it
was found that EWS, but not FUS and TAF15, is glycosylated with a high stoichiometry in the neural
cell lines tested and in mouse brain. These results indicate that glycosylation imparts a
physicochemical property on EWS that is distinct from that of the other FET proteins and may help to
prevent EWS from forming uncontrolled aggregates and accumulating in pathological inclusion bodies
in the neurodegenerative diseases.
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