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Metagenomic analysis of microbiota within chicken intestinal tract and
environment for prevention of Campylobacter spread to chicken meat
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We analyzed bacterial composition and presence of Campylobacter in the
samples of chicken cecal feces and swabs used to wipe the surface of fan and water dispenser in
chicken farms in Japan. We observed that the bacterial composition was flexible in an age-dependent
manner, whereas the detection rate of Campylobacter was different among ages in week. These
observations suggested that the change of bacterial composition would influence Campylobacter
colonization. In particular, the bacterial group exhibiting significant difference in their
abundance between the Campylobacter-positive and -negative samples were considered to be potentially

responsible for the change of bacterial composition.
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