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Molecular epidemiological analysis for methicillin-resistant Staphylococcus
aureus (MRSA) isolated in the hospitals in Kure District, Hiroshima

Sawa, Akihiro

3,300,000

2017
MRSA 102 PFGE

16 A-C 46%

2017 MRSA 102
MRSA

2040

Methicillin-resistant Staphylococcus aureus (MRSA) is known as a common

pathogen of nosocomial infections. The widespread emergence of MRSA is becoming a serious concern in
global public health. In this study, we performed molecular epidemiological analysis of 102 strains

1solated in the hospitals in Kure District, Hiroshima in 2017. The analysis using pulse-field gel
electrophoresis (PFGE) revealed that those strains were classified into 16 types. Among these PFGE
types, types A to C accounted for almost half (46%). It was also found that Type A strain possesses
SCCmec Type 4 and ST1, and Type B and C strains possess SCCmec Type 2 and ST764. We therefore
consider that MRSA strains having these genotypes may be predominant strains isolated from the
hosEitals in Kure area. Further studies will provide valuable information to control MRSA infection
in Kure area.
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