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Analysis of molecular factor to influence of immuno-checkpoint inhibitor in lung
cancer treatment
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The aim of this study is to finding the predictive marker for
immune-checkpoint inhibitor in cancer treatment. Surgically resected lung cancer specimens were used
to evaluate the tumor factors including p53, PD-L1 and VEGF. Also, tumor infiltrating lymphocytes
(TIL) were calculated by image analyzer automatically. Cytotoxic T-lymphocyte and regulatory
T-lymphocyte were identified by immunohistochemical staining by CD8 antibody and Foxp3 antibody,
respectively. In result, TIL were not associated with p53 or VEGF expression. However, tumor PD-L1
expression is associated with Foxp3 positive T-lymphocyte, suggesting regulatory T-lymphocyte

induction by PD-L1.
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