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Development of new oral health index based on oral nitrate reduction activity
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A result of oral metagenomic analysis have revealed that some bacterial
species (especially Rothia and Actinomyces) related to healthy oral conditions. We understand one of
the factors that some Rothia species act as "'good bacteria™ in the oral cavity is their high
nitrate reduction activity. We determined the whole genome sequences of oral Rothia species, and
clarified genes involved in the nitrate reduction. In addition, in order to create a new indicator
of oral health level, we established a new experimental system for simultaneous monitoring the
changes oral environmental condition and oral microbiota.
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