2016 2017

RNA RNA

Identification of centrosomal long-noncoding RNA in human cells
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In eukaryotic cells, the formation of bipolar spindles is crucial for
accurate segregation of chromosomes in mitosis, and therefore it must be strictly regulated for the
maintenance of genome integrity. Long non-coding RNAS glncRNAs) have been recently revealed to
function in a wide range of biological phenomena including cell proliferation and tumorigenesis.
Interestingly, the existence of spindle-bound RNAs and their importance in mitosis have been
previously predicted in human. However, the IncRNAs that function in specific mitotic processes
remain to be identified to date. In this study, we identified two uncharacterized human IncRNAs as
novel regulators of mitotic spindle formation and centriole formation, using a combination of
next-generation sequencing, bioinformatics and biochemistry.
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