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In order to use auxin-inducible degron in mouse ES cells, it is required to
introduce the ubiquitin ligase subunit, OsTIR1. We constructed a vector for introducing the OsTIR1
gene at the ROSA26 locus. We are currently making OsTIR1 expressing cells in E14TG2a background. In
other ES lines, we successfully tagged genes with the degron to make conditional mutants.

To use in mice, we synthesized auxin analogs that might have low toxicity. We identified couples of

analogs that showed a similar degradation-inducing activity to the natural auxin, 1AA.
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