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Functional screening of glycan-related molecules in feedback regulation of
hematopoietic stem cells
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In order to maintain tissues and organs, their constituent cell types and
numbers must be strictly controlled. Therefore, tissue stem cells are under the feedback regulation
from mature differentiated tissue cells. However, its mechanism is largely unknown. Here we
performed screening of the glycan-related genes that contribute to the feedback regulation in tissue

stem cells by using Drosophila hematopoietic organs.

Drosophila lymph gland in 3rd instar larva is a hematopoietic organ, in which hematopoietic stem
cells proliferate and mature hemocytes differentiate. To screen, we use RNA interference based on
GAL4-UAS system. The knock down of glycan-related genes in mature hemocytes, and then hematopoietic
stem cells population were observed.
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