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Molecular mechanism elucidation of multifunctional tRNA ligase in tRNA splicing
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Crystal structure of Trll ligase domain (Trll—LDa - GMP complex was
determined with 2.75 angstrom resolution. Two molecules of GMP were stacked and bonded near the

active center of Trll1-LD. As a result of detailed analysis of the complex structure, basic amino
acids were concentrated around two molecules of GMPs. From these facts, it was considered that these

GMPs are mimicking tRNA exons in the ligation process. Based on this structure, it was possible to
infer the binding mode of tRNA of Trll1-LD.
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