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Screening of novel tick-borne phlebovirus and virulence factor of SFTS virus
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Sever fever with thrombocytopenia syndrome (SFTS) virus causes fatal febrile
illness in humans and has obtained lots of attention in Eastern Asia, including Japan. In the
present study, the present study aims to reveal the evolutional process in which SFTS virus
increases its virulence to humans by comparing tick-borne phleboviruses closely related to SFTS
virus. Novel tick-borne phleboviruses were identified in Japan and also in abroad, and wild animals
were suggested to be infected with these viruses. Tick-borne phleboviruses seem to coevolve with
ticks, and acquisition of NSs gene could be associated with SFTS virus virulence.
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