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Examination of multiple mKeloma prognosis predictive biomarkers based on
analysis of PD-1 polymorphisms

Kasamatsu, Tetsuhiro
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We investigated the impact of PDCD1 (3 single nucleotide polymorphisms;
SNPs), PDCD1LG1l (2 SNPs), CTLA4 (4 SNPs), IDO1 (1 SNPs) and ID02 (1 SNPs) polymorphisms on
susceptibility and clinical features of multiple myeloma (MVM) patients.
The PDCD1 high-expression type and 1D02 high-activity type were associated with the susceptibility
of MM. In addition, the higher frequencies of patients with CTLA4 and PDCDLG1 high-expression types
were observed in more malignant clinical variables. However, there were no significant differences
between all polymorphisms and overall survival.
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