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Innovational diagnostic technique of recurrence by using circulating tumor DNA
in CRC patients

Sakimura, Shotaro
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At first, we identified single nucleotide variants (SNV) in eight primary

tumors of early colorectal cancer (CRC) with postoperative relapse and twelve metastatic lesions by
using whole exome sequence and SNP array, and main clonal SNVs of both lesions were investigated by
targeted deep sequence in circulating tumor DNAs (ctDNA) which were sequentially collected from
plasma of CRC patients. As a result, we detected the same SNVs in both primary lesions and ctDNAs,
but there was no superiority in ctDNA compared with existing diagnostic techniques because we
couldn™t collected enough ctDNA. This study suggests the utility of ctDNA in the diagnosis of
recurrence after excising primary lesions of CRC.
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Mutated genes on CctDNA detecting
postoperative  recurrence  presented
reduced neoantigens in primary tumors
in colorectal cancer cases
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