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Muscle fiber composition is generally classified into two groups, namely
fast- and slow-twitch muscle fibres. A high proportion of slow-twitch muscle fibres are related to
endurance performance and a high proportion of fast-twitch muscle fibres are related sprint
performance. The aim of the present study was to identify genetic polymorphisms that is associated
with muscle fiber composition by using genome-wide association study in 212 Japanese general
population. We found 146 single nucleotide polymorphisms (SNPs) that could be associated with the
proportion of slow twitch muscle fibres from Japanese discovery cohort. Among them, meta-analysis in

Japanese and Europeans revealed that 16 SNPs from four gene loci were associated with the
proportion of slow muscle fibres.
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(vitamin bl2-binding protein 2)

TMPRSS6 rs855791 T/C

MHC-1

RAB3GAP2

Pooled JPN SWE
EAF BETA SE BETA P

859 4.30 0.0000174 ++ 0.2512 5.39 1.299  0.0000496 0.019 0.584 0.220 0.0078270
863 3.75 0.0001772 ++ 0.6401 5.09 1.197  0.0000320 0.831 0.145 0.074 0.0494840
863 3.75 0.0001799 ++ 0.6401 5.09 1.197  0.0000320 0.832 0.145 0.074 0.0499880
861 3.65 0.0002597 ++ 0.4976 4.51 1.041  0.0000230 0.496 0.100 0.055 0.0691070
861 3.63 0.0002823 ++ 0.5024 4.57 1.030  0.0000151 0.543 0.097 0.056 0.0816720
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031  0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031 0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003108 ++ 0.4952 4.59 1.031 0.0000141 0.451 0.094 0.056 0.0903230
864 3.61 0.0003111 ++ 0.4952 4.59 1.031 0.0000141 0.451 0.094 0.056 0.0903760
864 3.61 0.0003112 ++ 0.4952 4.59 1.031 0.0000141 0.451 0.094 0.056 0.0904080
858 3.59 0.0003312 ++ 0.4183 4.33 1.039 0.0000470 0.510 0.100 0.054 0.0647830
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