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We assembled the genome sequences of the silkworm Bombyx mori as international collaboration and published
the results. We also performed transcriptome analysis based on the full-length cDNA libraries and small RNA
populations, and constructed a database for their sequences. By comparing the B. mori genome with those of other
metazoans, we found many Bombyx-specific genes. A part of the specific genes show higher homology to
eubacterial genes than to eukaryotic sequences, suggesting horizontal gene transfers from eubacteria to an
ancestral lepidopterans. We also compared the B. mori genome with closely-related wild species, Bombyx
mandarina and Samia cynthia ricini. On the other hands, we utilized the genomic information for positional
cloning of visible mutants in B. mori. As the results, we succeeded in isolations of lem (lemon), rb (red blood), and
many other genes.
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