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MR R OMEE (32) : In many of human leukemias, we still do not have effective
molecular targeted therapies nor accurate diagnostic means. To address these issues, here
we have purified and collected CD133-positive stem cell fractions from bone marrow of
affected individuals, and applied a variety of genomics approaches toward such purified
fractions. Through such screenings, we could construct a prediction scheme for patients’
prognosis based on the expression level of the selected genes, and could identify novel
oncogenes responsible for the development of acute myeloid leukemia.
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