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Molecular mechanisms how this epigenetic alterations contribute to development of tumors
remains to be determined. DNA methylation also leads to silencing of genes involved in
cell signaling, which in turn leads to dysregulation of the oncogenic signaling such as
Ras, WNT, and microRNA. We found that epigenetic inactivation of IGFBP7 plays a critical
role in escaping senescence in CIMP positive colorectal cancers. We also found that
epigenetic information can be used to detect cancer cells from colorectal mucosal
solution.

AEA IR E AR
(BEHHAL : )
[ERESEN LiEESE & &t
2005 £ 17,900, 000 5,370, 000 23,210, 000
2006 FE 16, 900, 000 5,070, 000 21,970, 000
2007 FFE 16, 800, 000 5, 040, 000 21, 840, 000
2008 FHE 16, 800, 000 5, 040, 000 21, 840, 000
2009 FHE 16, 800, 000 5, 040, 000 21, 840, 000
it 85, 200, 000 25, 560, 000 110, 760, 000

BFgesy B« [E e
BFEOSE - fH « NESRERRES - MALRNEE
F—U—R:DNAAF /U, =T =RxT 17 A, B A N EA, ERHLER



1. WFZERRME L IO &

DNA A F UL A b AR E R SO
T RT A v 7 IRBE T, B AMEIEG R
Ot L CEETHD, L, B
AF AL Z B A = X80, A F kI
&0 RIE L SN D EE T O OFRA &R
B BEENZSOWTIERADENE N, AF
JABIZ & 0 RiE L &N 5D B\ s 138 | 17 7E
THEZEZ B, A FIALDOEREL T DI
EL. RO FHEEOMFICEE L E 25
N5, Fiz. DNA 2 F AT RE A 72 281k
ThHY, EE~— - LTHHRERAEEZD
N5, DNA A FAITEIAF D — RIS DZE
fbzfEbn, Zv V=7 ¢ v 7 BT
HDHTD, AFIALBEANC LY Rig kS h
TWAEBETORAEFET S Z LA
Thd, Hi#E HIZZHET, DNA XA F 4k
WX ARELENTWAE TR b— A EHE
EWaFEFE L., BORAELERICBIT 5%
FEHOMMILTE, Lol BB T
BEAFENTWDHEE DL ILE
DOEEIRCERFEOME, BEA/AFHTHY | E
DLW « TRIRA~DIGFIZIT E 5722 DR S
HLEZ LN,

2. WHEDOHB

AR, MBICEHB LTS ) AR 7 ) —=
v 7 EM R VT, HEEEIC W T, B
AF SN B FEP LML, 2k
L OVRIEIERTE ~IGH T 5 X< ET-
Tz, FEio. ERLMIF A2 & O DNA & H
WTCAF/IMEZRBET 22812k, FLw
THLERE 2 WL DB 2179, S HIT, DNA
AF b ~—0—& LT, BORYZEC
WHEEEOET=F) T, &3 A7 BERE
WCRBITAA IV —= T ~DI a2 B D,
AW THEOND & PRI BB DO
AF AL OMBENERE DS HIX, FHA TV
FEWEFRBAEFRN DO BT, HAIMM: D 73+ Frk
fRIICEE MR &0 55, £, B A b
VLT ' FOARBRERNC X D i kg TaE
DOFREMEIZ OV T HRRFTT 5,

3. WD IE

DNA X FINALD R U —=" T |ZI%.
methylated CpG island amplification
microarray (MCAM) %% Fu 7=, & D15
T DEEN A T IACREHTIE,
Bisulfite—pyrosequencing {EIZ L VIT>7=,
TE BRI ONERER DNA X T AVMENT & . FEiE
BAEMRIEIR FEROT v 7 7 A VAHE
BHIENT L. RIBEORD AT 5
DNA 2 F /AL DEFN Z AT LTz, S BT,
DNMT1 35 KL ONDNMT3B % / v 7 7 7 k L7z K%
FEMIAESC Dicer HERE A VK L 7= KIGHE IR 2
FAWT, DNA A F LR E TR OREER
FRAT 21T > 72,

4. WFFERLE

()M LB B T Ao Y X T v I 7
S O E

KGR L OVE I D DNA A F LAk %1
FENZHEAT L. WNT OBROHIBEE T Th 5.

SFRP, Ras ®OH O HIFHIK 1T d % RASSF2 73/
BEFE I Z B A F RIS X 0 RiE b E . WAk
PRREIZ I D WNT =2 Ras & 7 LiEMEALIC
94252 & #5012 L 72 (Nat Genet,
2004; Gastroenterol, 2005; Oncogene 2007),
F72, pb3 OB TFERN IO KREGER IO
B2 BT pb3 DIERYIELE 7 TdH 5 DFNAS,
C100rf58, BNIP3 D H# A F )LAbAN, pb3 1
BEORWICEET A LEALMMI L, S
52, DM F = v 7R A » MiElsF CHFR
DOEBEFEHTIZ X 0 | CHFR %3 NF-kB & D i1
K+THY,CHFROTZE Y =X T v V2R
1E{EHS NF-kB {KfEMED 1L-8 DISHTLHE A
LT, EoREisg - mEHEICEET S 2
EERHLMILIE (K1),

WNTZ4 F L Ras® 4+ )L p53L YL
srRp "'"";m‘* ARSI
_ &Q? Wt (41 458
LRF5E Qﬂg
>~ 1
P AXIN +— |RASSF2 AIM
- [p-cate: lv
6 /Q C::> O - @"2
o . ! b
u 90
i 1 /
" / ERK dl% p'ﬂc‘% \
= .
CyelinD1 14330
c-"l’\l":lg.:;l Cyclin D1 :11“‘_"5:*::
[p-catenin_ TCF W [ —
e _w e )

HR0AG

[X| 1. WNT =2 Ras., pb3 72 ED L 7 F /L&
5D DNA A F AL, KRIGEEORAICEE
ThD,

(2) KIGFEHIIIZIV T DNA A F AL TARTE
(b &% microRNA ORI fEHT
KIGEMBIZBWTZE Y =232 T 4 v 7 IZ
RELEND miRNA 227 ) —= 7 L,
JERHE miRNA Z[RIET S0, K
Bk HCT116 1233\ T, 5—aza—dC |2 L % DNA A
FVALEESE (DNMT) FHEE . & 5 VX DNMT />
777 MLV BEFEEIND niRNA &
TagMan RT-PCR (Z & ¥ fi##T L 7= (Cancer Res,
2008), HCT116 MA@z NT, 157 FlEE 37
FEEHD miRNA 25 DNA A FUAVBHEIZ L v 5
B ER U7z, miR-34b/c ORIULTFIL A F v
L L3R < AR L, DNA A FUAKIHEIC LY &



Z k3 H3K4 A F AL ES U7 miR-34b/c
D A F AT KGR MAERE D 100%, K
FERERGFID 90RO bz, ~A4 7 a7 LA
fEAT DOFE S . HCT116 123V T, miR-34b/c
DEANIZL > TRBUKTT 285 7L,
DAC ALERIZ X » CHBUK T 2 BE i L
ORICHBIENED B, N6 DOHFIZIE
miR-34b/c DIENIFEA T H MET, CDK4,
CONE2 MWEEN Tz, TNHDORERNE,
miR-34b/c X KIGHEICHB W CEE 2 %&E %
% -D tumor suppressive microRNA TH D Z
EARIE X T (1K 2),

EE#kE iR
2 ps3
P (:) "
297 (o 277 fom
mir3ab/c 33 (+) || DNAAFILE  Jmirsab/cRBR()
EH390 Ha o0
FRims FHER O L
c ._—' AAAAA C— RRARK
METand COK4® $: 3 4% METand COKAM SR T
R 1 Wl ki
FHE—ZEH TR ERE

2. mir34b/b OEE X FAAKIZ LD |
5T ThH B MET =2 CDK4 OFELNTLHET B,

3) CIMP PGt R G D L IR o [A] iE
OIOLIIXINE T, —HORBEIZIB N T
) RNT A R 2AF LD B CpG island
methylator phenotype (CIMP) #ZR&H3A Z &,
CIMP 28 X A~ FEMEEESE, hMLHL D 5LH A
FALEN LT, ~A4 74T T4 MgER
Mg DA EE e E 2 R4 2 & &2
HMZ L TE 72, KifF2ETld Methylated CpG
island amplification microarray (MCAM) %
ZRAWT, KIBERS L OKIGIREIZS T 5 2
Fb7T a7 7 A VELER Lz, ORGSR,
BRAF & {5 7-°K-ras Bin FODEREZH I HIE
BT, 7 AU R AF AL ZRD ., K
WCBEERMOEREEZ AT AW T AT
JAERNTCHE L TNz, 2D OEE . %
FHNBIEYER U — 70 & S5 bR i e 2 1%
THEALT DX A TNEL, CpoG TA T KA
FL—H—T 2 ) XA TDOFERELEZD
=, F7-. IGFBP7 ®E& X F{kiX. BRAF
R X 0 34 U B DS R AL % [B]58E
TOHHBLE L TEETHDLZ EEHLMNIC
L7z (X 3),

BRAF

R S
IGFBPT

BRAF

TR
=

s O

S s
(e ] J©) w15

R T
-

(]

[ 3. CIMP BEMERE Clx. IGFBP7 @ B X F /1
fEIZ &V | BRAF BRIZ X 8 S b iag
ez 69, wmbrETT 5,

4)DNA A F AL ZEFREE & U= L e Wik
D BFE

KNG D 12 T BE I N AR B O ) R A B
TR OTERRIERIRCHE TH LN, BITE,
TN TV NESIFRF O REBIZRITIN X, X
DEBOIRD T~ — T —DORENPEETH
%, bivbivi, KGR m O KR 75> 5 DNA
I L, A F AL 2475 Z STk L
7o KSR DA F AL LT, BRI
FEIZBWC, FERMEEREEICBWTHEES
R U, FEOMEZEEZMNCA 72 nTREME A R
N7,

5. ERIEARICE
(BFFEfREA . WFTESr R K OSSR (2
EQN Y

CERERR S (29 1)

1. Suzuki H, Igarashi S, Nojima M,
Maruyama R, Yamamoto E, Kai M, Akashi
H, Watanabe Y, Yamamoto H, Sasaki Y,
Itoh F, Imai K, Sugai T, Shen L, Issa
JPJ, Shinomura Y, Tokino T, Toyota M.
IGFBP7 is pb3 responsive gene
specifically silenced in colorectal
cancer with CpG island methylator
phenotype. Carcinogenesis, 31:
342-349, 2010. HHAY.

2. Yamashita M, Toyota M, Suzuki H, Nojima
M, Yamamoto E, Kamimae S, Watanabe Y,
Kai M, Akashi H, Maruyama R, Sasaki Y,
Yamano H, Sugai T, Shinomura Y, Imai K,
Tokino T, Itoh F. Epigenetic
inactivation of interferon regulatory

factor genes in gastric cancer. Cancer
Sci, in press, &I A Y.

3. Taniguchi H, Fernandez AF, Setien F,
Ropero S, Ballestar E, Villanueva A,
Yamamoto H, Imai K, Shinomura Y,
Esteller M. Epigenetic inactivation
of the circadian clock gene BMAL1 in
hematological malignancies. Cancer
Res, 69: 8447-8454, 2009. A V.

4. Nojima M, Maruyama R, Yasui H, Suzuki
H, Maruyama Y, Tarasawa I, Sasaki Y,




10.

11.

12.

Asaoku H, Sakai H, Hayashi T, Mori M,
Imai K, Tokino T, Ishida T, Toyota M,
Shinomura Y. Genomic Screening for
Genes Silenced by DNA Methylation
Revealed an Association between RASD1
Inactivation and Dexamethasone
Resistance in Multiple Myeloma. Clin
Cancer Res, 15 : 4356-4364, 2009. #
FA D .

Sasaki Y, Negishi H, Koyama R, Anbo N,
Ohori K, Idogawa M, Mita H, Toyota M,
Imai K, Shinomura Y, Tokino T. pb3
family members regulate the expression
of the apolipoprotein D gene. J Biol
Chem, 284: 872-883, 2009. ##AH Y.
Toyota M, Suzuki H, Yamashita T, Hirata
K, Shinomura Y, Tokino T, Imai K.
Cancer Epigenomics : Implications of
DNA methylation in personalized
therapy. Cancer Sci, 100 : 787-791,
2009. AEFA Y.

Toyota M, Suzuki H, Yamamoto E, Yamano
H, Imai K, Shinomura Y. Integrated
analysis of genetic and epigenetic
alterations in cancer. Epigenomics, 1:
291-299, 2009. HHA Y.

Toyota M, Suzuki H, Sasaki Y, Maruyama
R, Imai K, Shinomura Y, Tokino T.
Epigenetic silencing of
microRNA-34b/c and BTG4 is associated
with CpG 1island methylation in
colorectal cancer. Cancer Res, 68:
4123-4132, 2008. &EHAY.

Kawamura YI, Toyota M, Kawashima R,
Hagiwara T, Suzuki H, Imai K, Shinomura
Y, Tokino T, Kannagi R, Dohi T. DNA
hypermethylation contributes
incomplete synthesis of carbohydrate
determinants in gastrointestinal
cancer. Gastroenterol, 135: 142-151,
2008. AFA Y.

Ting A, Suzuki H, Cope L, Schuebel K,
Lee B, Toyota M, Imai K, Shinomura Y,
Tokino T, Baylin SB. A requirement for
DICER to maintain full promoter CpG
Island hypermethylation in human
cancer cells. Cancer Res, 68:
2570-2575, 2008. A Y.

Sasaki Y, Ohshima Y, Koyama R, Maruyama
R, Akashi H, Mita H, Toyota M,
Shinomura Y, Imai K, Tokino T
Identification of flotillin—2, a major
protein on lipid rafths, as a novel
target of the pb3 family members. Mol
Cancer Res, 6: 395-406, 2008. #Hif
.

Imai T, Toyota M, Suzuki H, Akino K, Ogi

13.

14.

15.

16.

17.

18.

19.

K, Sogabe Y, Kashima L, Maruyama R,
Nojima M, Mita H, Sasaki Y, ItohF, Imai
K, Shinomura Y, Hiratsuka H, Tokino T.
Epigenetic inactivation of RASSF2 in
oral squamous cell carcinoma. Cancer
Sci, 99, 958-966, 2008. A Y.
Maruyama R, Akino K, Toyota M, Suzuki
H, Imai T, Ohe-Toyota M, Yamamoto E,
Nojima M, Fujikane T, Sasaki Y,
Yamashita T, Watanabe Y, Hiratsuka Y,
Hirata K, Itoh F, Imai K, Shinomura Y,
Tokino T. Cytoplasmic RASSF2A is a
proapoptotic mediator whose
expression is epigenetically silenced
in gastric cancer. Carcinogenesis, 29:
1312-1318, 2008. HZHH YV .

Sasaki Y, Negishi H, Idogawa M, Suzuki
H, Mita H, Toyota M, Shinomura Y, Imai
K, Tokino T. The hsitone deacetylase
inhibitor FK288 enhances adenovirus-—
mediated pb3 family gene therapy in
cancer models. Mol Cancer Ther, 7:
779-787, 2008. HHA Y.

Takagi H, Sasaki S, Suzuki H, Toyota M,
Maruyama R, Nojima M, Yamamoto H, Omata
M, Tokino T, Imai K, Shinomura Y.
Frequent epigenetic inactivation of
SFRP genes in hepatocellular carcinoma.
J. Gastroenterol, 43: 378-389, 2008
HA Y.

Yamamoto E, Toyota M, Suzuki H, Kondo
Y, Imai K, Sanomura T, Murayama Y,
Ohe-Toyota M, Maruyama R, Nojima M,
Ashida M, Fujii K, Sasaki Y, Hayashi N,
Mori M, Imai K, Tokino T, Shinomura Y.
LINE-1 hypomethylation is associated
with increased CpG island methylation
in helicobactor pylori-related
enlarged fold gastritis. Cancer
Epidemiol  Biomarkers Prev, 17:
2555-2564, 2008. HA Y.

Suzuki H, Tokino T, Shinomura Y, Imai
K, Toyota M, DNA methylation and cancer
pathways in gastrointestinal tumors
Pharmacogenomics, 9 : 1917-1928, 2008.
EA Y.

Suzuki H, Toyota M, Caraway H,
Gabrielson E, Ohmura T, Fujikane T,
Nishikawa N, Sogabe Y, Nojima M, Sonoda
T, Mori M, Hirata K, Imai K, Shinomura
Y, Baylin SB, Tokino T. Frequent
epigenetic inactivation of  Wnt
antagonist genes in breast cancer.
British J Cancer, 98: 1147-1156, 2008.
HaA Y.

Nishikawa N, Toyota M, Suzuki H, Homma
T, Fujikane T, Ohmura T, Nishidate T,




20.

21.

22.

23.

24.

25.

Ohe-Toyota M, Maruyama R, Sonoda T,
Sasaki Y, Urano T, Imai K, Hirata K,

Tokino T. Gene amplification and
overexpression of PRDM14 in breast
cancer, Cancer Res, 67: 9649-9657,

2007. EFA Y.

Schuebel KE, Chen E, Cope Lm Glockner
SC, Suzuki H, Yi JM, Chan TA, Van Neste
L, Van Criekinge W, van den Bosch S, van
Engeland M, Ting AH, Jair K, Yu W,
Toyota M, Imai K, Ahuja N, Herman ]G,
Baylin  SB. Comparing the DNA
hypermethylation with gene mutations
in human colorectal cancer. Plos Genet
3: 1709-1723, 2007. ##A Y.

Akino K, Toyota M, Suzuki H, Imai T,
Maruyama R, Kusano M, Nishikawa N,
Watanabe Y, Sasaki Y, Abe T, Yamamoto
E, Tarasawa I, Sonoda T, Mori M, Imai
K, Shinomura Y, Tokino T.
Identification of DFNA5 as a target of
epigenetic 1inactivation in gastric
cancer. Cancer Sci, 98: 88-95, 2007

EA Y.

Nojima M, Suzuki H, Toyota M, Watanabe
Y, Maruyama R, Sasaki S, Sasaki Y, Mita
H, Nishikawa N, Yamaguchi K, Hirata K,

Itoh F, Tokino T, Mori M, Imai K
Shinomura Y. Frequent epigenetic
inactivation of SFRP genes and

constitutive activation of  Wnt
signaling in gastric cancer. Oncogene
26: 4699-4713, 2007. HHAY.
Watanabe Y, Toyota M, Kondo Y, Suzuki
H, Imai T, Ohe-Toyota M, Maruyama R,
Nojima M, Sasaki Y, Sekido Y, Hiratsuka
H, Shinomura Y, Imai K, Itoh F, Tokino
T. Expression profiling of PRDM family
genes identified PRDM5 as a target of
epigenetic silencing in colorectal and
gastric cancer. Clin Cancer Res, 13:
4786-4794, 2007. EHAY.

Sato H, Suzuki H, Toyota M, Nojima M,
Maruyama R, Sasaki S, Takagi H, Sogabe
Y, Sasaki Y, Idogawa M, Sonoda T, Mori
M, Imai K, Tokino T, Shinomura Y.
Frequent epigenetic inactivation of
DICKKOPF  family  genes in  human
gastrointestinal tumors., Carcinogenesis
28: 2459-2466, 2007. HHA Y.

Kusano M, Toyota M, Suzuki H, Akino K,
Aoki F, Fujita M, Hosokawa M, Shinomura
Y, Imai K, Tokino T. Genetic,
epigenetic and clinicopathological
features of gastric cancers with CpG
island methylator phenotype and an
association with Epstein—-Barr virus

2

2

2

2

1

6.

7

8.

9.

(

Cancer, 106, 1467-1479, 2006. & HAH
.

Maruyama R, Aoki F, Toyota M, Sasaki Y,
Akashi H, Mita H, Suzuki H, Akino K,
Ohe-Toyota M, Maruyama Y, Tatsumi H,
Imai K, Shinomura Y, Tokino T.
Comparative genome analysis
identified the vitamin D receptor gene
as a direct target of pb3-mediated
transcriptional activation. Cancer
Res, 66: 4574-4583.2006. A FHA Y.
Murai M, Toyota M, Suzuki H, Satoh A,
Akino K, Mita H, Tokino T, Imai K.
Aberrant methylation and silencing of
the BNIP3 gene in colorectal and
gastric cancer. Clin Cancer Res. 11:
1021-1027, 2005. HZHH Y .

Murai M, Toyota M, Satoh A, Suzuki H,
Akino K, Mita H, Ishida T, Tokino T,
Imai K. Aberrant methylation and
silencing of the BNIP3 gene in
hematopietic tumors. British J Cancer.
92: 1165-1172, 2005. AHA Y.

Akino K, Toyota M, Suzuki H, Mita H,
Sasaki Y, Ohe-Toyota M, Issa JP, Hinoda
Y, Imai K, Tokino T. The RAS effector
RASSF2 is a novel tumor suppressor in
colorectal cancer. Gastroenterol,
129: 156-169, 2005. &HA Y.

FRFER] G

Toyota M, Imai K. The role of
epigenetic changes in cancer
immunothelapy. US-Japan Workshop on

Immunological Molecular Markers in

Oncology, March 23-24, 2009, Hawaii,
USA.
Toyota M, Imai K. Epigenetic gene

silencing and microRNA in human colon
cancer. Symposium, 36th Congress of
the International Society for
Oncodevelopmental Biology and
Medicine, Oct 5-9, 2008, Tokyo.
Toyota M, Imai K. The role of DNA
methylation changes in signaling
pathway. AACR Special Conference on
Cancer Research: Cancer Epigenetics
May 28-31, 2008, Boston, USA.

Toyota M, Imai K. Epigenetic silencing
of genes involved in signaling pathways
in gastric cancer. Symposium, 35th
Congress of the International Society for
Oncodevelopmental Biology and Medicine,
Sept 15-19, 2007, Plaque, Czech Republic.
Suzuki H, Toyota M, Maruyama R, Imai K,
Shinomura Y. Frequent epigenetic
inactivation of DICKKOPF family genes




in gastrointestinal tumors. 3bth
Congress of the International Society
for Oncodevelopmental Biology and
Medicine, Sept 15-19, 2007, Plaque,
Czech Republic.

6. Toyota M, Suzuki H, Maruyama R, Akino
K, Watanabe Y, Sasaki Y, Imai K, Tokino
T, Shinomura Y. Identification of
DENA5 as a target of epigenetic
inactivation in gastric cancer. 98th
Annual Meeting of American Association
for Cancer Research. Los Angeles,
April 14-18, 2007

7. ToyotaM, Suzuki H, Shinomura Y, Tokino
T, Imai K. Epigenetic silencing of
genes involved in signaling pathway
Symposium, The 7th Joint Conference of
the American Association for Cancer
Research and the Japanese Cancer
Association, Jan 21-25 2007, Hawaii,
USA.

8. Toyota M, Suzuki H, Shinomura Y, Imai
K. DNA methylation changes in cancer:
application to diagnosis and therapy.
Symposium, 34th Congress of the
International Society for
Oncodevelopmental Biology and Medicine,
Sept 16-20, 2006, Pasadena, USA.

9. Toyota M, Terasawa K, Sagae S, 0Ogi K,
Suzuki H, Maruyama R, Shinomura Y,
Saito T, Imai K, Tokino T. Epigenetic
inactivation of TCF2 in human tumors,
97th  Annual Meeting of American
Association for Cancer Research. Apr
1-5 2006, Washington DC, USA.

(E) GF3 )

1. Toyota M, Suzuki H, Maruyama R,
Tarasawa I, Yamamoto E, Tokino T, Imai
K, Shinomura Y. The role and clinical
implication of DNA methylation in
gastrointestinal cancer. Recent Advances
in Gastrointestinal Carcinogenesis.
ppl15-123, Edited by Bamba H and Ota S,
Transworld Research Network, Kerala,
India, 2006. AFidEL.

2. A= BH OE VX747
A=A F AL v A N AERE. BADS)
THEETERE. EBREME. WM. ML,
ppl45-ppl49. 2008. A FFHEE L.

3. B FE A= BAISA. HLE
LEIETFRE. HLEREIEROH S
WET 2R, HATE—. fREE. BARXAT 4
Tt B —, pp213-222, 2008. AL

(PEZE R EEAE)
Ok Gt 2 1)

AR OB FES LOBREHY Y b, 72
B NI IRIFALL

T SIS =

MR« FLIRERL RS

THEE . RREF

5« KyFE 2008—121671

HUFEAEH B - 2008 4 5 A 7 H HifE

EWNA DR« [EN

AR BRI A R LR R R~ —
71— g .

%Eﬁ% . /ﬁ\#(mz

MR« FLIRERL R

THEH « BREF

F5 . REE 2006-134878

BAA4EH B ;2006455 H 12 B HE
EWNA DR - [EHN

OmfERRIL G 140)

L FHIES T ACMGL D X F AL A FEEE &
T 5 BB .

U BE K, A = BRarhy
= RT AT TR

MR . BH £ MASTYaxT v
N

FEYE - KR

HF . AR 4426549 &

BAS4EH B ;2009 4E 12 H 18 A
ENs DR EN

6. AFFERERER

(D) WFgEfzFs

A ¥E= (IMAI KOHZOH)
FLIRERI KT -« K

W& T - 60117603

Q@) Wy

TERT F8K (SHINOMURA YASUHISA)
FLIREERL KT « R - Bidz
9eE %5 - 90162619

#H % (TOYOTA MINORU)
FLIRERL R « R - 2%
FgeE 25 : 70270676
A== (YAMAMOTO HIROYUKI)
FLIREERL R « R - GRAT
WroeE %5 40332910

HR fEW (ARIMURA YOSHTAKT)
FLBRERI RS « [R5 - GRAD
WroeE %5 80305218

5K # (SUZUKI HIROMU)
FLIRER R Z: « B0 - Bh#
FgeE 25 1 20381254

(3) HLHERTTEA
L



