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Table 1. Summary of intactness of the genes, accession numbers,

and aggregation phenotypes (ddag) in several S. sobrinus strains.

strain gbpC1 gbpC2 dblA dblB srtA ddac
6715 AB294108 AB294108 AB294109 AB294109 AB281282 +++
K1R AB281279 AB453912 AB281281 AB453913 AB281283 -

NUM-Ssg99 AB453914 AB453915 AB302322 AB302322 AB453916 -(+)

OoMzZ176 AB241126° AB368854 AB237535 AB453917 AB105865 -
B-13N ND ND AB465738 AB465738 ND -(+)
100-4 AB237533° ND AB237534* AB237534 ND et

Underlined Acc. #'s represent the gene with mutation. The other
Acc. #'s contain the intact genes.

#; in ref. (14), the other Acc#'s were registered or updated with this
study.

ND; not determined.
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