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Novel membrane proteins by combining computational design and in vitro directed
eovlution

Matsuura, Tomoaki
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Only a small fraction of the sequence space has been explored by nature
through evolution. By rational design, it is now clear that for soluble proteins, there are many
artificial proteins that possess structures and functions in the unexplored sequence space. In this
study, we show that there are molecules with artificial membrane proteins that also have functions
and structures in membrane proteins. Specifically, we designed an artificial membrane protein with a

2 nm pore and clarified its function using an artificial cell reactor.
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