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Unified Understanding of the Plasmodium Life Cycle by Targetome Analysis
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i o In this study, we analyzed the function of each Plasmodium transcription
factor, identified its binding sequences, and determined target genes. Our results demonstrated the

unique transcriptional regulation mechanism of Plasmodium parasites, in which a stage-specific
transcription factor directly and comprehensively regulates genes and determines the gene expression

repertoire at each stage. We have also revealed the dynamic linkage of gene expression through the
lifecycle by viewing it as a chain of targetomes.
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