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Development of evidence for personalized prevention based on genetic analyses of
various diseases in a large-scale cohort study.
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32,500,000

This study established case cohorts of cancer and cardiovascular disease,
having genome and environment information from the Japan Public Health Center-based Prospective
Study (JPHC study). In these cohorts, genome-wide association analysis for cardiovascular disease,
gene-environmental interaction analysis, and Mendelian randomization analysis investigated whether
the combined impact of genomic and environmental factors was associated with these diseases.
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chr | positon rsiD chr | positon rsiD

1 11907648 | rs5063 NPPA 7 150696111 | rs1799983 | NOS3

1 221273158 | rs7554672 | L0C101929750 | 8 143999600 | rs1799998 | CYP11B2

1 230845794 | rs699 AGT 11 | 78612721 | rs10466739 | TENW4

1 230845977 | rs4762 AGT 12 | 6954875 rs5443 GNB3

4 2906707 rs4961 ADD1 12 | 88223685 | rs11104632 | LOC105

4 141323162 | rs2567241 | CLGN 12 | 112214459 | rs2238152 | ALDH2

5 148206440 | rs1042713 | ADRB2 12 | 112241766 | rs671 ALDH2

5 148206473 | rs1042714 | ADRB2 15 | 75077367 | rs1378942 | CSK

6 149112190 | rs13211840 | UST 15 | 75082552 | rs3784789 | CSK-MIR4513

7 99270539 | rs776746 CYP3A5 17 | 61565990 | rs4341 ACE

7 131175494 | rs1643270 | MKLN1
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