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The goal of genome analyses of ovarian clear cell carcinoma (OCCC) is to
discover target genes related to resistance in cancer treatments. Firstly, genome analyses revealed
that the copy number amplification at chromosome 17¢g21-24 is highly associated with recurrence 0CCC
cases. In vitro experiments using 13 OCCC cell lines, the level of amplification of PDK2 in the loci

of chrl7g21-24, an isozyme gene of pyruvate dehydrogenase kinase, significantly correlated with
resistance to cisplatin through mitochondrial metabolism. Secondarily, from gene expression analyses
between early and advanced stage OCCC groups using RNA sequencing, epithelial mesenchymal
transition (EMT) genes are highly expressed in advanced stages. We discovered that SNAIL, one of EMT
genes, induces myeloid derived immune suppressor cells (MDSC). Japanese Gynecologic Oncology Group
collected almost 190 cases of OCCC surgical tumor tissues, which were applied to RNA sequencing for
future datasets.
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