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The study was conducted with the aim of elucidating the actual condition of
colistin-resistant bacteria dissemination in Vietnam from a molecular epidemiological point of view
and obtaining basic data that are necessary for making public health measures to further expansion

of colistin-resistant bacteria.

It was clarified by the study that 70% of the community residents in the target area were infected
with colistin-resistant Escherichia coli (COR-EC) possessing the mobile resistance gene mcr. In
addition, all most all domestic livestock (95%) in the community were contaminated with mcr-positive

COR-EC. From these results, it was obvious that the epidemic in the community of the target area
was serious. As a result of genome analysis of the colistin-resistant isolates, 36% of the isolates
had the mobile mcr incorporated on the chromosome, and the mcr transposon structure analysis showed
that the dissemination of colistin-resistant bacteria was being stabilized in the community.
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