(®)
2017 2019

AIM

Ligand recognition mechanism by the secreted scavenger receptor AIM

Matsuoka, Shigeru

13,500,000

AIM
AIM
42000 AlM
1200 500

AlM

AIM 42,
000 AIM 1200 500

AIM has been attracting attention as a drug candidate for renal failure in
cats. In this research, we performed chemical iInvestigation on the molecular mechanism of AIM and
revealed that one of the various biological functions of AIM is the inhibitory action to the
generation of reactive oxygen species (ROS) by free iron. Furthermore, based on the molecular
structure of AIM, we designed and synthesized a peptide with a molecular weight of about 1200 and a
low molecule with a molecular weight of about 500, which possess inhibitory effect on the generation

of ROS by free iron.
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The IgM pentamer is an asymmetric pentagon with an open groove that binds the AIM protein.

2018

Science Advances

eaaull99

Dol
10.1126/sciadv.aaull99

17

2017 2018

(MIYAZAKI TORU)

(30396270) (12601)

(ARAI SATOKO)

(60422276) (12601)




