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Structure and function of transition metal ions-containing sensor proteins
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In this work, I determined the crystal structure of a novel photosensor
protein CarH, which uses vitamin B12 (adenosylcobalamin) as a sensor module to elucidate the
molecular mechanisms of photo-sensing by CarH. 1 also determined the crystal structure of HypX,
which catalyzes CO biosynthesis for the construction of the sensor module in hydrogen sensor
protein, NiFe-type hydrogenase. In the CO biosynthesis by HypX, formyl-CoA is produced as an
reaction intermediate through the formyl group-transfer from N10-formyl-THF to coenzyme A.
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BRI EIZONWTIE, AHZRENE RSN TV DRI TH D,

2. WEOHBY

AHFZETIZ, X 3I2 B2 (TF /3 AangIy) 2RSED-DDOvr o —FEFLE LT
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