(®)
2017 2019

New unknown phenomena of anaerobic wastewater treatment : understanding and
control of anaerobic bulking by multiple species of microorganisms
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A sudden outflow of granule sludge Sanaerobic bulking) has been reported
with the spread of expanded granular sludge bed reactors and the expansion of applied wastewater
species. In order to overcome this problem, it is essential to elucidate the causative bacteria
involved in this problem and establish control technology based on that information. In this study,
we estimated the substrate utilization of causative bacteria for anaerobic bulking, and succeeded in
the isolation of the causative bacteria. We also succeeded in constructing the draft genome
required for estimating the bulking mechanism.
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Identification of causative filamentous bacteria for anaerobic bulking occurred in an EGSB reactor
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