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Functional analysis of genomic mutations and screening of novel drug, based on
comprehensive genomic analysis of muscloskeletal tumors

Hirata, Makoto

13,500,000

in vitro, in vivo

We have established Japan Sarcoma Genome Consortium to perform genomic
analysis or other multi-omics analysis of muscloskeletal tumors, in which progress of clinical and
basic research is delayed due to their variety and rarity. Current study aimed identification of
putative drugs by performing functional analysis of genomic alterations which were recurrently
detected in previous genomic analysis for muscloskeletal tumors.

Based on the previous analysis, several genomic alterations, identified in some histological
subtypes including dedifferentiated liposarcoma, tenosynovial giant cell tumor, and chondrosarcoma,
were selected for the following functional analysis. Functional in vitro and in vivo analyses were
performed in combination with analysis of previous genomic and clinical data. Putative drugs for
each histological subtype have been identified in this project.

Cancer genomics
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