(®)
2017 2019

A new therapeutic strategy for autoimmune diseases through epigenome editing
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A powerful epigenome editing technique is required for the generation of
stable regulatory T cells. For that purpose, we improved the SunTag method to recruit VP64 in
addition to TET, which has been developed so far, and were able to perform more powerful epigenome
editing. In other words, dCas9-SunTag and scFv-TET plus an anti-GCN4 peptide antibody (scFv-X) fused

to another epigenomic factor allowed both TET1 and Factor X to be recruited to their targets with a
single sgRNA, thus synergistically activating the target genes. In particular, the most synergistic
effect was achieved when VP64 was used as X.
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