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Functional Analyses of epigenetic molecules associated with early induced
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This study was initiated with the aim of identifKing candidate molecules of
new drugs that do not inhibit physiological angiogenesis but inhibit pathological angiogenesis
involved in malignant solid tumor growth and progression. Based on multi-omics analysis of human
vascular endothelial cells stimulated with vascular endothelial growth factor (VEGF), we identified
two epigenomic modification-related molecules, PTIP and PCGF3, as candidate targets. Next, we
generated vascular endothelial cell-specific Pcgf3 knockout mice, which resulted in the inhibition
of angiogenesis. This study not only identified the first epigenome-associated factor in
angiogenesis, but its inhibition also resulted in reduction of angiogenesis in vivo, making it a
promising candidate for future anti-angiogenic drugs.
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