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Structural physiology of the gastric proton pump
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We determined high-resolution structures of the gastric proton pump, which
provide molecular basis of how this pump acidify our gastric juice down to pH 1 (Abe et al., 2018,
Nature). We also determined K+-bound form of the proton pump to show unequivocally its transport
stoichiometry (Yamamoto et al., 2019, elLife).
We further determined crystal and cryoEM structures of phospholipid flippase, and revealed its
molecular mechanisms.
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