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Elucidation of the function of genes regulating development and morphogenesis in
rice.
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Understanding of the function of genes regulating plant development is
essential for the improvement of crops based on morphological characters by molecular breeding. In
this study, we aimed to elucidate the molecular mechanisms underlying development of rice (Oryza
sativa), which is an important crop and is suitable for molecular genetics. Using morphological
mutants, we identified several new genes responsible for leaf morphogenesis and axillary shoot
(tiller) formation, and revealed their molecular functions and their roles in these developmental
events. In addition, we found a key gene that regulate differentiation and activity of leaf cells at

the early developmental stage, and elucidated a gene network involved in the maintenance of stem
cells during axillary meristem formation.
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