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Elucidation of ?arthenocarpic fruit induction in watermelon by pollination with
bottle gourd pollen

Sugiyama, Keita
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We studied the phenomenon of parthenocarpﬁ of watermelon induced by
pollinating with bottle gourd pollen. Bottle gourd pollen had high contents of IAA and isopentenyl
adenine. The change in ABA in watermelon ovary after pollination with bottle gourd pollen were
similar to that of pollination of watermelon pollen. In addition, auxin response factor (ARF) and
auxin/indole 3-acetic acid (AUX/1AA) were detected by proteomic analysis, and it was considered to
be related to parthenocarpy. The gene expression patterns in the ovary of watermelon induced by
pollination of watermelon pollen and bottle gourd pollen were similar, it was shown that gene
expression changes related to parthenocarpy occurred 48 hours after pollination. In the family
Cucurbitaceae, we revealed that there were many combinations of parthenocarpy induced by pollinating
using another genus pollen.
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