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We analyzed the mechanism of preferential translation under high
concentrations of ethanol stress and found that RNA-binding proteins such as Rbp26 were essential
for the preferential translation of BTN2. We also analyzed mRNAs that bind to Rbp26 under high
concentrations of ethanol stress and identified new genes that are preferentially translated in a
similar manner to BTN2. Furthermore, we found that the preferentially translated genes varied with
stress treatment time. Analysis of Rbp26-binding mRNAs allowed us to efficiently identify
preferentially translated genes and to understand their variation over time. In this study, we
succeeded in establishing an effective experimental method for gene expression under translational
repression by high concentrations of ethanol.
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