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Elucidating the role of branched ubiquitin code

Ohtake, Fumiaki

13,800,000

DNA

UBRS TRIP12 UBRS TXNIP
TRIP12 K29/K48

Post-translational modification of proteins with ubiquitin regulates
numerous biological pathways such as proteasomal protein degradation, inflammation, and DNA repair.
However, how different ubiquitin signals are integrated to govern complex biological outputs remains

largely unknown. In this study, we identified UBR5 and TRIP12 as ubiquitin chain branching factors.
UBRS modifies TXNIP with K48/K63 branched ubiquitin chains to promote its proteasomal degradation.
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