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The Vero cell lineage, which is universally used for infectious disease
control, has multiple sub-lines. Comparative genomic analysis revealed that the cell sub-lines can
be broadly classified into two lineages, but the endogenous retroviral insertion position and
homozygous deletion position of the type | interferon gene cluster are identical in all four Vero
cell lines examined. We generated a Vero cell line with persistent replication of the yellow fever
virus 17D replicon and another Vero cell line without poliovirus growth potential, which may be
useful for the WHO-led polio eradication program. We found the virological utility of Huh7.5.1-8
cells, a subline of the HuH-7 cell line derived from human hepatocellular carcinoma with high
hepatitis C virus productivity, and also clarified the characteristics of RIG-1 mutations in the

HuH-7 cell line.
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