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Organs are three-dimensional (3D) but the presence of its underlying

mechanism was not expected. We identified for the first time the mechanism by which YAP, a
transcription co-activator,is essential for generating 3D organs withstanding gravity. We thus
proposed that YAP is essential for the mechano-homeostasis in which bidirectional force mediated
control between cell and its extracellular matrix (ECM) mediates cell proliferation and
differentiation. In this study, we first uncovered the molecular network of YAP mediated
mechano-homeostasis by the BiolD approach. We also revealed that YAP is required in mesenchymal stem
cells for generating 3D organs. Finally, we showed the potential mechanism causing tissue fibrosis
and cell proliferation abnormalities by overexpression of CSPG4 identified by the BiolD approach.
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