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Exfoliation syndrome (XFS) is the commonest known risk factor for secondary
glaucoma and a significant cause of blindness. LOXL1 and CACNA1A were known as important variants.
To further elucidate the genetics of XFS, Using ASA chip, which is most powerful DNA array for
Genome wide Association Study, 1350 glaucoma cases and 650 negative controls were genotyped. Results

were analyzed with those in Singapore National Eye Center. For exfoliation syndrome, 5 new
important associating loci were identified, namely, 13g12 (POMP), 11g23.3 (TMEM136), 6p21 (AGPAT1),
3p24 (RBMS3) and 5023 (near SEMAGA). These findings provide biological insights into the pathology
of XFS, and highlight a potential role for naturally occurring rare LOXLlvariants in glaucoma
disease biology.
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