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Identification of novel non-coding RNA
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Dysfunction of non-coding RNA (ncRNA) such as miRNA and lincRNA are deeply
involved in disease development. Therefore, we succeeded in isolating a novel ncRNA, an endogenous
guide hairpin RNA (eghRNA), using a next-generation sequencer. Interestingly, eghRNA, like miRNA,
exhibits translational inhibition of mRNA with a target sequence. In addition, 1t was revealed that
cells lacking DICER1 and Ago family, which are essential for miRNA processing, also suppressed
translation of mRNA. Such novel ncRNAs are expected to lead to disease mechanism research and new

drug development.
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