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Genome-wide association studies (GWASs) of schizophrenia enables to provide

important and impressive findings for the susceptibility genes. Furthermore, genetic correlation
analysis under the polygenic model and mendelian randomisation (MR) analyses, which examines the
causality, have contributed new diagnostic model for schizophrenia.
In this study, we conducted (1) GWAS of schizophrenia in the Japanese population and (2) genetic
correlation/MR analyses using this new data. Also we merged the data from other population to
enhance the statistical power. In the GWAS, we detected 4 novel susceptibility genes for
schizophrenia in East Asia. Furthermore, we found a significant correlation between schizophrenia
and BMI/lipid-related traits. However, as the causalities are not obvious between them, further

study will be essential.
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