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Functional analyses of oncogenic microRNA bg genome editing and development of
innovative genome-based drug discovery for bladder cancer.
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Based on the microRNA expression analyses by next generation sequencing,
Patients with high expression of miR-199 family showed poorer prognosis compared to the counter
pert. The mirs function as tumor suppressive miRNA via suppressing Integrin signals. On the other
hand, miR-223 transfection to bladder cancer cell lines showed inhibitions of cell proliferation,
migration, and invasion as well as inducing cell apoptosis. Furthermore, Sarilasib, an antagonist to
HRAS showed inhibitions of cell proliferation, migration, and invasion with or without HRAS
mutations. We also found that the patients with high expression of PHGDH gene involved in Serine
synthesis pathway had poorer prognosis, and it was associated with Gemcitabine and cisplatin
chemo-resistance in patients with bladder cancer.
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